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SEQUENCE LISTING 
<110> Oxford GlycoSciences (UK) Ltd; 



10 /BO 9 ¥7 a 

PCT/GtfO3/0»43 ~, 





Patel, Sonal 


<120> 


PROTEIN FOR USE \ 


<130> 


P0114-WO01 


<150> 
<151> 


GB 0207533.1 
2002-04-02 


<160> 


4 


<170> 


Patentln version 


<210> 
<211> 
<212> 
<213> 


1 

619 
PRT 

Homo Sapiens 


<400> 


1 


Met Ala Thr Lys Glu Lys 
1 5 



10 15 



Met Val Lys Pro Ser Pro Gly Lys Ser Pro Gly Thr Arg Pro Glu Asp 
20 25 30 



Glu Ala Glu Gly Lys Pro Pro Gin Arg Glu Lys Trp Ser Ser Lys lie 
35 40 45 



Asp Phe Val Leu Ser Val Ala Gly Gly Phe Val Gly Leu Gly Asn Val 
50 55 60 



Trp Arg Phe Pro Tyr Leu Cys Tyr Lys Asn Gly Gly Gly Ala Phe Leu 
65 70 75 80 



lie Pro Tyr Phe lie Phe Leu Phe Gly Ser Gly Leu Pro Val Phe Phe 
85 90 95 



Leu Glu lie He He Gly Gin Tyr Thr Ser Glu Gly Gly He Thr Cys 
100 105 110 



Trp Glu Lys He Cys Pro Leu Phe Ser Gly He Gly Tyr Ala Ser Val 
115 120 125 



Val He Val Ser Leu Leu Asn Val Tyr Tyr He Val He Leu Ala Trp 
130 135 140 



Ala Thr Tyr Tyr Leu Phe Gin Ser Phe Gin Lys Glu Leu Pro Trp Ala 
145 150 155 160 
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His Cys Asn His Ser Trp Asn Thr Pro His Cys Met Glu Asp Thr Met 
165 170 175 



Arg Lys Asn Lys Ser Val Trp lie Thr lie Ser Ser Thr Asn Phe Thr 
180 185 190 



Ser Pro Val lie Glu Phe Trp Glu Arg Asn Val Leu Ser Leu Ser Pro 
195 200 205 



Gly lie Asp His Pro Gly Ser Leu Lys Trp Asp Leu Ala Leu Cys Leu 
210 215 220 



Leu Leu Val Trp Leu Val Cys Phe Phe Cys lie Cys Lys Gly Val Arg 
225 230 235 240 



Ser Thr Gly Lys Val Val Tyr Phe Thr Ala Thr Phe Pro Phe Ala Met 
245 250 255 



Leu Leu Val Leu Leu Val Arg Gly Leu Thr Leu Pro Gly Ala Gly Arg 
260 265 270 



Gly lie Lys Phe Tyr Leu Tyr Pro Asp lie Thr Arg Leu Glu Asp Pro 
275 280 285 



Gin Val Trp lie Asp Ala Gly Thr Gin lie Phe Phe Ser Tyr Ala lie 
290 295 300 



Cys Leu Gly Ala Met Thr Ser Leu Gly Ser Tyr Asn Lys Tyr Lys Tyr 
305 310 315 320 



Asn Ser Tyr Arg Asp Cys Met Leu Leu Gly Cys Leu Asn Ser Gly Thr 
325 330 335 



Ser Phe Val Ser Gly Phe Ala lie Phe Ser lie Leu Gly Phe Met Ala 
340 345 350 



Gin Glu Gin Gly Val Asp He Ala Asp Val Ala Glu Ser Gly Pro Gly 
355 360 365 



Leu Ala Phe He Ala Tyr Pro Lys Ala Val Thr Met Met Pro Leu Pro 
370 375 380 



Thr Phe Trp Ser He Leu Phe Phe lie Met Leu Leu Leu Leu Gly Leu 
385 390 395 400 



WO 03/083485 



3/6 



PCT/GB03/01443 



Asp Ser Gin Phe Val Glu Val Glu Gly Gin lie Thr Ser Leu Val Asp 
405 410 415 



Leu Tyr Pro Ser Phe Leu Arg Lys Gly Tyr Arg Arg Glu lie Phe lie 
420 425 430 



Ala Phe Val Cys Ser lie Ser Tyr Leu Leu Gly Leu Thr Met Val Thr 
435 440 445 



Glu Gly Gly Met Tyr Val Phe Gin Leu Phe Asp Tyr Tyr Ala Ala Ser 
450 455 460 



Gly Val Cys Leu Leu Trp Val Ala Phe Phe Glu Cys Phe Val lie Ala 
465 470 475 480 



Trp lie Tyr Gly Gly Asp Asn Leu Tyr Asp Gly He Glu Asp Met He 
485 490 495 



Gly Tyr Arg Pro Gly Pro Trp Met Lys Tyr Ser Trp Val He Thr Pro 
500 505 510 



Val Leu Cys Val Gly Cys Phe He Phe Ser Leu Val Lys Tyr Val Pro 
515 520 525 



Leu Thr Tyr Asn Lys Thr Tyr Val Ser Pro Thr Trp Ala He Gly Leu 
530 535 540 



Gly Trp Ser Leu Ala Leu Ser Ser Met Leu Cys Val Pro Leu Val He 
545 550 555 560 



Val He Arg Leu Cys Gin Thr Glu Gly Pro Phe Leu Val Arg Val Lys 
565 570 575 



Tyr Leu Leu Thr Pro Arg Glu Pro Asn Arg Trp Ala Val Glu Arg Glu 
580 585 590 



Gly Ala Thr Pro Tyr Asn Ser Arg Thr Val Met Asn Gly Ala Leu Val 
595 600 605 



Lys Pro Thr His He He Val Glu Thr Met Met 
610 615 



<210> 2 

<211> 3969 

<212> DNA 

<213> Homo Sapiens 
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<400> 2 



gaattccgaa 


agcaaggaga 


tggccaccaa 


ggagaagctg 


cagtgtctga 


aagatttcca 


60 


caaggacatg 


gtgaagccct 


caccagggaa 


gagcccaggc 


acgcggcctg 


aggacgaggc 


120 


tgagggaaaa 


cctccgcaga 


gggagaagtg 


gtctagcaag 


atcgactttg 


tgctctctgt 


180 


ggctggcggc 


ttcgtgggct 


tgggcaacgt 


ctggcgcttc 


ccgtacctct 


gctacaagaa 


240 


tggtggaggt 


gcgtttctca 


taccgtattt 


tattttcctg 


tttgggagcg 


gcctgcctgt 


300 


gtttttcttg 


gagatcatca 


taggccagta 


cacctctgaa 


gggggcatca 


cctgctggga 


360 


aaagatctgc 


cccttgttct 


ctggtatcgg 


ctatgcctcc 


gttgtaattg 


tgtccctcct 


420 


gaatgtctac 


tacatcgtca 


tcctggcctg 


ggccacatac 


tacctgttcc 


agtccttcca 


480 


gaaggagctg 


ccctgggcac 


actgcaacca 


cagctggaac 


acacctcact 


gcatggagga 


540 


caccatgcgc 


aagaacaaga 


gtgtctggat 


caccatcagc 


tccaccaact 


tcacctcccc 


600 


tgtcatcgag 


ttctgggagc 


gcaacgtgct 


gagcttgtcc 


cctggaatcg 


accacccagg 


660 


ctctctgaaa 


tgggacctcg 


ctctctgcct 


tcttttagtc 


tggctagtgt 


gtttcttctg 


720 


catctgcaag 


ggcgtcaggt 


ccactgggaa 


ggtcgtctac 


ttcacagcca 


cttttccatt 


780 


cgccatgctc 


ctggtgctgc 


tggtccgagg 


gctgacgctg 


ccgggcgcgg 


gccgaggcat 


840 


caagttctat 


ctgtatcctg 


acatcacccg 


ccttgaggac 


ccacaggtgt 


ggattgacgc 


900 


tgggactcag 


atattcttct 


cttatgccat 


ctgcctgggg 


gctatgacct 


cgctggggag 


960 


ctacaacaag 


tacaagtata 


actcgtacag 


ggactgtatg 


ctgctgggat 


gcctgaacag 


1020 


tggtaccagt 


tttgtgtctg 


gcttcgcaat 


tttttccatc 


ctgggcttca 


tggcacaaga 


1080 


gcaaggggtg 


gacattgctg 


atgtggctga 


gtcaggtcct 


ggcctggcct 


tcattgccta 


1140 


cccaaaagct 


gtgacaatga 


tgccgctgcc 


cacattttgg 


tccattcttt 


tttttattat 


1200 


gcttctcttg 


cttggactgg 


atagccagtt 


tgttgaagtt 


gaaggacaga 


tcacatcctt 


1260 


ggttgatctt 


tacccatcct 


tcctaaggaa 


gggttatcgt 


cgggaaatct 


tcatcgcctt 


1320 


cgtgtgtagc 


atcagctacc 


tgctggggct 


gacgatggtg 


acggagggtg 


gcatgtatgt 


1380 


gtttcagctc 


tttgactact 


atgcagctag 


cggtgtatgc 


cttttgtggg 


ttgcattctt 


1440 


tgaatgtttt 


gttattgcct 


ggatatatgg 


aggtgataac 


ctttatgatg 


gtattgagga 


1500 


catgattggc 


tatcggcccg 


ggccctggat 


gaagtacagc 


tgggtgatca 


ctccagttct 


1560 


ctgtgttgga 


tgtttcatct 


tctcgctcgt 


caagtacgta 


cccctgacct 


acaacaaaac 


1620 


atacgtgtcc 


ccaacttggg 


ccattgggct 


gggctggagc 


ctggcccttt 


cctccatgct 


1680 


ctgcgttccc 


ttggtcatcg 


tcatccgcct 


ctgccagact 


gaggggccgt 


tccttgtgag 


1740 


agtcaagtac 


ctgctgaccc 


caagggaacc 


caaccgctgg 


gctgtggagc 


gcgagggagc 


1800 
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cacacct tac 


aaccctcgca 


Lv>y L>^QLy cia 


cacfcoctctc 


otaaaaccoa 


cccacatcat 


1860 


tgtggagacc 






t* r , craccraacrc^ 


caoccrcfctt t 


cc tore tat 1 1 


1920 


actaacatta 


gatccacaca 


yyaccayy t. l. 


Lduayay v_ i- u 


f- a f 3 t~ t~ t" CtC Pi 
UQwuLLLyL O 


t* aarorA t* t~ t~ t~ 
vvoy yciv. l u u 


1980 


tttttttttg 


taactgtcac 


a #*ra a a a ♦* «h a 

agaaaaugua 


atuy uyyy La 


w.y L.y Lyty uy 


Ly uy uy uy ty 


2040 


tgtgtgtgtg 


CgtatCyCy t 


yCytyLyttL 


LytucLydLt 


ft et ft ex ft t" a t~ 

t»y y y y ya uo u 


ht"fnfaraaa 


2100 


aagaaaaccc 


acgggaagac 


g tccy Cyyay 


oy y^ayayL l. 




g l. Lay a uy c* 


2160 


t tttatggga 


acccggcaaa 


LtttLCLLLy 


t- a t* 1- 1 - i- 1* 1- 1- 1- 


L. I.. LOLaLCl L.O 


ar-rt-ai-afa *-a 
Oy Lata L>0 v>0 


2220 


cac ttagaga 


*- 4- ,-r*- 4- s h a 

LLgCCaLaLa 


»-i 4- f-f- 4- a a 

CttttdCCaC 


4- y"f a a t- f* na t - 




yv^Q ci \— oy o i— v_ 


2280 


tcattttcaa 


aagcaattct 


tcggtgctgt 


4- a ft f% 4~ ^t^t^^ a 

gcagc uggca 


or a a a ft +~ 4~ /-^ ^ 

yddayULCty 


^ /*■ f a ^ a a a c 
tCLdytdddC, 




gcaggatgga 


at tttcctgg 


y^r *fi r*^ 4" ^ ^ jm« 

gacLCtdcac 


CCatCt Cday 


ft ft i~ Z3 ^ si c* c* 

gtyyudLaLC 


h t"pr"aaa t"r"p 
u n-.v_.aaa uei- 


2400 


cggttcagac 


ggaa.goa.oco. 


ycayydyayd 


yyd^LLd i- ua 


y\»Ly yv.aya^ 


e^»yyyyaoy 


2460 


aaaggagggc 


tgcgaggaga 


t" a /"■« t" a f~ *~ a 
CaCCUCdLCa 


a a f t* 4~ #~r <t +~ 4- 

ddCttyycLt 


anfrtaarraan 
oy aay aay 


ay ay a uyuca 


2520 


aaggaatgaa 


^» a a /"» o» ^ +* ^ 

CCaaCCCCLC 


dCdLdddyya 


ydt tyy u tya 


aye Lyaatya 


erer a cr cr r* r* rr* t a 


2580 


tagcagaagt 


c tgat cc c.aa 


gagcagcaga 


—j -a ^» 4- 4- f~w 4- — — — 


anaanraaa a 
ayddyLactact 


fpr'papt'r'ff 

L.eeL>Oe L. 1— L- L. 


2640 


aattttgaga 


tggtgagtgg 


acagtcagca 


/■v a f* fr 4— ^ /*» a 

gaccgccaga 


a c*c* a ct etc* c* 

aCCactygcc 


a rra erst fret rra r~r 

ay ay ay y y oy 


£. I \J\J 


ctgctagaga 


tccaagaagg 


c uggcaggaa 


uydyyCLCdc 


si£ie*\~e*£ifie*c*^ 


t~t r* a na rt rt\~ 
oyLdayayy u 




ggcagaggca 


caggaggcca 


a 4" 4— f- r+ fi 

CdyLCctccc 




Layytayay o 


ay y oy way oy 


2820 


gctc tcccgg 


j»i — » /~t r-r f ♦» ft ft 

caggagc egg 


yy cctcdyyy 


4- a j»ra t~ rra yr 
\- LLaya Lyay 




i_ uyaa L yyyy 


2880 


tcatagcagg 


ucccggucac 


CCCCCaayCa 


a/^at - /-«t - /'*"a etc* 
dCaUCCtdyC 


a f*r >, t"/~ , t~t _ aaa 




2940 


ggaatgaagc 


a ^ or a a ^ a /■» oi 

dLyaCaCaCC 


4- 4- /-r a rrnrra 

tyt ugogggo 


c tdyyyydy l. 


ft et i~ crctctrtPi ctct 

gytgyyyayy 


Lyay LyyaLL 


3000 


aaaggaca ca 


ftftff* f*f* a /*t/t 

ggccccaggc 


a rrr* a rra cm 

o tyLdyd tyy 


et e* c* e*etet ct^r c* 
yLCLyy uyLL 


frnrrrra rrnnn t~ 

gygy^yyyy *- 


crr»t- 1 tctttc 

yL.LLLLLLL.L- 


3060 


ctcatctccc 


caccccccac 


4— 4- /-h s /v« ^ 1— /t 

tc LCaycccy 


yydyaCtCLL 


ft f* f a a ft f* c f* t~ 

yLtdayuLLL 


pat- t~ a a a /-r a f- 
LO L Ldaay o l 


3 120 


gccaccc egg 


etc* t~ ft f o» f~ em 

yc tyccccyg 


v- cn- \— Lay v_>aa 


y y tatan»aa 


rfaara frr* t" t~ t* 
yaaeayu l, v» 


t-rrarff CCJt a t 

^*y a y w*y l»w l 


3180 


^» t~ o* a ^ ft ft 

ccLCCaCcyy 


ft ft a arrt" etc* t~ ^ 
yyady Ly^Lt 


L>L«y u l. v— ay a 


a ^> a a ctctCtC* sxct 

uLsciyyy uay 


uuLy L.yy *-»y ^ 


t - era c* c t acrcia 


3240 


u.a uaacaaag 


CCCCCCaCCu 


a a a S /"* /~* /-» ^ 


ftf a. a f- a ftf ^ rr 

ytddLdyt uy 


ft ft 1~ hararra 
yy ul taLaya 


L O L L L OL, L.OL> 


3300 


c uggggaccc 


a a a a /r a a a or 

adaay ay day 


etc* c s n /~i a fr o 

yccLdyydyd 


yttttc idyd 


a ft ct t~ t~ ft ft ft t~ 

oyy t. tyyydu 


♦* rrt*r*a nan t~ p* 
Ly LLayyy ll 


J J o u 


ctggcccccc 


agaactggct 


tgatcaaggg 


ccttatgtgg 


agcagaggtt 


gtctctgaac 


3420 


caggagagaa 


ggtactatac 


ctttcaaatc 


cccagggcag 


acacaccccc 


acccagcccc 


3480 


tatttggacc 


taaactgtgc 


catttgaaca 


gtcacttcca 


agctcagtct 


aaatgaaacc 


3540 


gaaacgtgac 


cacgcacaaa 


ggcagtcact 


gctcgagggg 


tgcagaccgc 


agaattttca 


3600 
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cagcaggggc 


tcttggaact 


ctggaaaccc 


ccttcttaaa 


tttgggagga 


ggagtatgcc 


3660 


tttggtgtcc 


ccctcccaag 


ggcaattctg 


aaccccatct 


ttggcaggca 


tacatatttc 


3720 


actgtttcca 


aagctatcta 


ctctgccaaa 


caacacccag 


tcctattcca 


aactctcaac 


3780 


gattctatct 


tgttcctgtt 


tttctatgta 


tttatggttg 


ccgtttgtgt 


ctgatttgat 


3840 


tttactgttt 


tttccctgat 


tttatggagt 


agcattgtga 


cctgttttcc 


tttgtcttat 


3900 


ataactttag 


taaactaacc 


actgtcaatg 


attgagggca 


ggtggcacgt 


ggggaagagg 


3960 


gcggaattc 












3969 



<210> 3 

<211> 22 

<212> DNA 

<213> Homo Sapiens 

<400> 3 

atcggctatg cctccgttgt aa 22 



<210> 4 

<211> 22 

<212> DNA 

<213> Homo Sapiens 



<400> 4 

agttggtgga gctgatggtg at 



22 



